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Figure 2. Relevant features for predicting human fecal Faecalibacterium abundance
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Data generated from a clinical
dietary intervention study that
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Figure 3. Relevant features for predicting human fecal butyrate concentrations Diet history questionnaire alone may be sufficient to characterize global diet-microbiome
. , S ——— relationships; however, treatments aimed at modifying specific microbial communities require
- 2 = ' ——— febote proionat.uno detailed dietary records to delineate relevant relationships.

100°% . ————— metabolite_Valerate_umol
1002: ——————k__Bacteriap_ Firmicutes.c__ Bacilli.o__Lactobacillales.f Streptoooccaceae g__Streptococcus

= T L T L L S Further research is needed to identify an optimal set of highly relevant features for diet-
= : —— [ phont et Couer_CumisnC Chmmmelae

100> —— EFUparkCAL Food g microbiome studies.

—

1005 . ——————k_ Bacterarg Frm»cl:}gas c Clostridia.o__ Clostridiales.f__Lachnospiraceae.g_ Roseburia
100%% . Roseburia ———————FFQ _perKC SI__Dry bean_and_pea_servings

100°: ————Kk_ Bacteriap Firmicutes.c__Clostridia.o__ Clostridiales.f__Christensenellaceaeg

100°% . ——— B:aperKC _Caffeine_mg

100°% —k cteriap__Firmicutes.c__Clostridia.o__Clostridiales.f__Christensenellaceae.g__ Christensenclia

1002 . —‘S__pi’rk(gﬁ g";ggg;e =g References

539%;: easners :;rgmggﬁg F‘;:n:z“uiggg Y T gy o e e R 1. Holscher HD, et al. Agave Inulin Supplementation Affects the Fecal Microbiota of Healthy Adults Participating in a Randomized, Double-Blind, Placebo-
808 ————FP pe _Aspartic _mg

38.404% P_perKCAL Fructose. Controlled, Crossover Trial. Journal of Nutrition 2015.
98.221% —————— _perKCAL_Cholesterol_mg

e D R e e Buhralie - Bichadietl Rl 2. C. B. N. R. Michael Welge, "Feature Interaction Detection with Random Forest in a High Dimensional Setting," in Individualizing Medicine Conference,
80.275% —————k__Bacleria p__Bactercidetes.c__Bacteroidia.o__Bacteroidales.f__Rikenellaceae Roch 2014

B8.006% : : T FperKCAL. Threonne. mg ochester, :

3352:' . Faecallbacterlum RS léFQBacéﬁr(% gmtessecr:\m(g:&sostmiao Clostridiales.f__Ruminococcaceae.g__Faecalibacterium E #E
2 R e o0

72.726% Er‘I)(CAL Méihlomne _mg e o
70.951% _perKCAL Gluccse_g . 1
73;;;;: 8- k %ﬁtéﬁ%mmguﬁfdcmcmmao Clostridiales.f___Ruminococcaceae.g_Anaerotruncus AcknOW|edgements Contact us.: E . E|.
53.189% Variable Importance Metric k—pB\aCIezrg_sp Firmicutes.c_ %bstrndao Clostridiales.f__Lachnospiraceae.g__Lachnospira ACES Undergraduate Research Program Fr.Ta

<<< Less Significant | More Significant >>> EE— W_cOT _

« Dally dietary intake records
* Diet history questionnaires
* Fecal bacteria and metabolite data

Data analyses:

* Multivariate approaches that
address P>>N, many features but
few samples, were used.

Random Forest identified relevant
microbial operational taxonomic
units (OTU), bacterial metabolites,
and food and nutrient data.
Maximal Information Coefficient
determined relationships among
relevant features [2].
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